Quantitative PCR analysis. The mRNA expression levels of PRKD1 and HAS2 in tumor tissues were compared with that in normal tissues in CRC patients (n = 40, respectively). (D) Representative images of tumor samples in HCT8-xenograft that were stained with YAP1 and SP1 by IHC. Scale bar=50μm. (E) Quantitative PCR analysis. HCT116, HCT116/FU, HCT8 and HCT8/FU cells were transfected withYAP1/SP1 siRNA (50 nM) or siNC (50 nM). The expression levels of YAP1/SP1 were measured. (F) Quantitative PCR analysis. HCT116, HCT116/FU, HCT8 and HCT8/FU cells were transfected withYAP1/SP1 overexpression plasmids (50 nM) or corresponding empty vectors (50 nM). The expression levels of YAP1/SP1 were measured. *P < 0.05, **P < 0.01 and ***P < 0.001.
